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9P21.3:MLLT3,CDKN2A:_DEL
TP53_TRUNCATING
TP53_MISSENSE
SF3B1_MISSENSE
EGFR_MISSENSE
CIC_MISSENSE
IDH1_MISSENSE
ATRX_TRUNCATING
2Q37.3:ACKR3:_DEL
CIC_TRUNCATING
KRAS_MISSENSE
18Q21.2:SMAD4,DCC:_DEL
22Q12.1:MN1,CHEK2,ZNRF3:_DEL
NFE2L2_MISSENSE
RB1_TRUNCATING
TSC1_TRUNCATING
RBM10_TRUNCATING
13Q14.11:FOXO1:_DEL
13Q14.13:LCP1:_DEL
NF1_TRUNCATING
SETD2_TRUNCATING
SS18_FUSION
PCBP1_MISSENSE
APC_TRUNCATING
NSD1_TRUNCATING
ACVR2A_TRUNCATING
RPL22_TRUNCATING
KIT_MISSENSE
PPP2R1A_MISSENSE
FBXW7_MISSENSE
SMARCA4_TRUNCATING
8P23.3:ARHGEF10:_DEL
PIK3CA_MISSENSE
CDH1_TRUNCATING
BAP1_TRUNCATING
CTNNB1_MISSENSE
ARID1A_TRUNCATING
PTEN_TRUNCATING
EZH2_MISSENSE
ATP2B3_MISSENSE
JAK1_TRUNCATING
MSN_MISSENSE
BRAF_MISSENSE
RET_FUSION
CCDC6_FUSION
NRAS_MISSENSE
10Q23.31:PTEN,FAS:_DEL
4Q27:IL2:_DEL
SPOP_MISSENSE
ERG_FUSION
TMPRSS2_FUSION
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